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106+ 53.5 93.6 45.5 45.7 9.0 8.5 17.1 13.6 74.6 1.7
107 52.4 94.0 44.9 43.1 8.8 8.4 14.8 14.0 74.4 1.9
108+ 52.6 91.8 45.0 42.0 7.1 9.4 13.6 14.9 75.2 1.4
109 54.0 91.0 43.1 42.6 8.1 9.9 10.2 16.5 74.7 2.3
110+ 51.6 90.3 43.0 45.4 7.4 9.6 9.2 15.0 71.7 1.3
111# 51.2 88.4 42.2 43.4 7.0 9.8 8.7 15.1 71.7 0.8
112# 50.9 86.4 40.2 36.6 7.5 11.5 79 13.8 70.2 0.7
113+ 48.6 81.0 38.0 41.5 7.2 14.1 9.1 14.4 70.3 0.3
113+ 47 48.3 82.0 38.0 43.3 6.7 14.7 11.3 16.5 71.7 0.6
Hha 47.7 80.8 37.7 46.2 6.5 13.0 10.0 13.3 70.9 0.2

672 47.4 78.8 38.6 45.9 7.8 14.1 9.4 13.5 71.1 0.1

T2 47.8 77.9 38.1 38.0 7.5 154 11.7 144 71.5 0.3

87 46.9 77.3 36.8 43.2 7.3 144 8.6 15.6 70.6 0.1

g 51.6 80.5 40.1 42.0 7.2 15.2 8.1 15.7 70.7 0.2

107 52.0 85.2 38.6 39.9 6.7 15.8 9.2 14.6 71.2 0.1

117 49.8 83.2 35.4 41.9 7.6 15.3 9.2 14.3 70.5 0.6

127 48.2 78.4 37.4 43.4 7.1 15.1 8.2 145 71.3 0.0

114#1-9% T35 46.5 75.4 33.3 41.7 7.1 16.6 8.8 154 69.1 0.2
114+ 17 45.0 79.1 34.1 41.1 7.6 19.4 9.0 16.8 71.2 0.2
27 45.9 79.7 33.1 39.3 6.4 14.7 8.0 13.4 67.6 0.1

37 45.8 76.8 33.6 42.0 7.4 18.0 7.6 14.9 71.6 0.2

47 46.6 75.3 35.0 41.1 6.6 15.7 9.5 15.1 71.1 0.1

5 45.8 71.3 314 44.3 7.1 15.0 9.8 14.1 68.7 0.3

67 46.3 72.6 32.2 40.0 7.8 16.2 8.5 14.8 68.8 0.2

T 46.1 74.6 33.0 40.4 6.5 16.2 8.7 18.7 67.9 0.3

87 43.3 71.8 28.5 45.0 7.0 17.9 9.3 15.6 68.1 0.0

9 52.1 79.0 38.4 41.9 7.6 16.4 8.4 155 66.9 0.4

BB R AR 8.8 7.2 9.9 -3.1 0.6 -1.5 -0.9 -0.1 -1.2 0.4
B R AR 0.5 15 17 0.0 0.4 1.2 0.3 0.2 338 0.1
B ERGRRE AR -1.6 -5.0 -4.9 0.4 -0.1 2.9 -0.4 11 -1.0 -0.2
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